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UCLA Drosophila Genmaps Database
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Department of Biochemistry, Faculty of Science fax 1
Australlan National University
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Canberra, ACT 26801

Dear Colleagues:

Pt like to usae Information frém the clone sl to construct @ “physical map” of the Drosophila genome. You
ha'~ {a) clone(s) Wsled, as describad helow, so | would BN eniist your help. What | need for this project are
the ~ames and locatione of chromosoms rearrangement breakpointe that lle within the reglon of your eclone/walk.
Ma =" ;3 breakpolnts ig the most reliable way of connacting the molecular with the cytelogical scales,

(3w v 1w, Ine clone Nst has bean usaful to Drosophila workers In finding starting polnts for thelr walks.
Trw 2sr w8 organized by references, so that the ariginal ¢loning paper from a lab Is cited as key #1, with
subsey o, - ars clied by subject (koy #6 l& sequence Intormation, for example). The clone list s thereforo also
& gara-by ;aita literature index, The clone Mst Is now mounted on the Indlana University BioArchive ¢omputer
builatin bza in the FLY subdirectory. Use Internet address 129.79.1.101 and your local File Transfer Program.

Pimass take a few mirutes 1o complete this form and return to me by FAX or mall. It will be most useful i you
can update your clone sizes and make more exac! your clona locations. Make any other changes you want alsa.
List the rearrangaments and which breakpoints you have identified, Any cytoioglcally visible rearrangement

(daletion, inversion, translocatian, trarsposition, duplication) ie useful. Please Indicate if the same citation ls the
best referance, or Indinate a batter one {or & personal communication).

| | thank you for your halp ds always. With your prompt and generous support | can expect to show you the
results in March at the Chicago fly mesting
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Dear Colleagues,

We need your helpin forming a Restriction Map of the Drosophila melanogaster genome. Our task is to collect
miormation for a physical map of genes (clones and walks) based on restriction sites. Already a physical map of clanes
axists based on collected information about the band locations of clones (see Science 254; 221), The next step will
provide a higher resolution framework for organizing information in the Drosophila genome data base project,

The most important information we would fike to receive from you is the restriction map you have for the gene

in ](,g cekh | . Of course we mean a map for as much of that chromosome region as you have, The best
form of information for us would be a table or list of the coordinates (in Kbj of restriction sites. We will also be happy to
accept a Xerox copy of any map you already have availabie, with the gene name, scale, symbol legend to enzymes, lab
name and/or reference attached. it would be very helpful if you could include the locations of other details on a line
drawing for future physical annotations. We would like 1c see the following features on your scale diagram:

“ transcript units with origin and exons

" alternate splices or ¢cDNAs if different from above
" sequenced intervals with accession nas.

* breakpoints of rearrangements (named)

" STS or any cther landmarks

With this request we are initiating a new data base direction for us, That is to record, for each laboratory or project,
the kb coordinates of the gene or chromosamal region of interest. The information you send us should represent your
most up-to-date and comprehensive map. Separately we will continue to record the data for individual publications, By
using records from both projects together we maintain a link between publications and the physical restriction map.

We would also tike to use this opportunity to verity our records and have enclosed information we believe to be
presented in individual publications. Please review each record with respect to the questions listed below. Make
revisions directly on the copy and send corrected copies back 1o us.

" are the gene name and abbreviation informative, acceptable”?

" s the information accurate?

" is the information in each report restricted to data that was presented for the first time in the
corresponding paper? For examplte Table/Section 1 should be filled out only for those publications

describing isolation of DNA clones.
" has this meeting report or communication been published? Please provide the citation.

" are the name, address, phone and Fax nos. up to date?

Thank you for your assistance with this project which wiil benefit all Drosophila workers. We hope to present initial
resufts at the 1983 Drosophila meetings. To do this we neec your response as soon as possible. Please check the
appropriate box below and send back or Fax this form aleng with your list or map. John

ﬁmap or coordinates enclosed
[] no map available
[J send request to
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.n corrections to John Merriam, UCLA Biology, Source_number | §

oy

. Angeles. €A 90026-1606;  FAX [N
- &/

. /
full location 43E86.8 Ay

@
table_numbers |1.6 cros.. jocations |

gene_name |cinnabar; Gapdh

gene_abbrev |cn;Gapdh?

product |Kynurenine-hydroxylase;Glyu‘eraidehydevS—phosphate dehydrogen

1 kb _cloned _genom ‘ 50 vector_geno .o EMBL3
| kb_cloned cDNA f 0.8 vector cDNi en
METHOD: expression I walk_jump_org (XXX YACs 0
| microcioning | cligonucieotide |
\ homology | ransposon_tag |

clonetechtextiwalk within DH{2R)H23 and Dfi2R)Cu53 = GapdH clone obtained frem Dave Sulfiivan (he Isolated this
‘clone by homology to yeast Gapdh), walk contains Cinnabar

« |2 rearrangement DH2R)CAS3;0f(2R)H23

3  T_strain |
markers |

5 kb_seq_genomic (2.3 @ acc_number_gen kb_seq_old 0
S kb_seq cDNA .8 @ acc_number_cONA

| commems|n-9-#6—mfe—+ne+uded uqa...zmu_,s Wt naed ko bg boad
ORF _size | 0 !
OHrffunctlonl

ORF_domainsl

‘6 kb_trans__sizel -

transc_dist|

| i sl
|7 protein_dist |

‘8 fusion_dist 5

misc_info |SOkb region is deleted in both" DH2R < AS3 and DY2R)H23, Also deleted in cytological normal
(2)cn 84h80, conmains the dgstal by .axpoint of {(2)en-79b9 (Alexandr"&ov 1984 DIS 60:45-47)
(mst-thi-wn tead b 1, i C,a_,g‘in; ¥ a.f)fbo-rs o iy a(mytw'{-x

-

C—A.lc,rnc.»rlsﬂ 5.
tull citation ;Warren B & Howells, AJ. 30th Annual Drosophila Conference 1989. (paper in preparation)

!

contact_person |Howells, AJ oh NN Fax I

lab_address | Bepartment of Bicchemist: | Faculty ot Science SRR
| address_linet iAustraIian National Unive' iy

i address_line2 |GPQ Box 4

address_line3 'Canberra, ACT 2601

address _line4 |

TN A AR = 5
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Department of Biochemistry, Faculty of Science FAX |
Australian National University

4 GPO Box 4
Canberra, ACT 2601

Dear Colleagues:;

| would like to use information from the clone list to construct a "physical map" of the Drosophila genome. You
have (a} clone(s) listed, as described below, so | would like to enlist your help. What | need for this project are
the names and locations of chromosome rearrangement breakpoints that lie within the region of your clone/walk.
Mapping breakpoints is the most reliable way of connecting the molecular with the cytological scales.

As you know, the clone list has been useful 1o Drosophila workers in finding starting points for their walks.
The database is organized by references, so that the original cloning paper from a lab is cited as key #1, with
subsequent papers cited by subject (key #5 is sequence information, for example). The clone list is therefore also
a gene-by-gene literature index. The clone list is now mounted on the Indiana University BioArchive computer
bulletin board in the FLY subdirectory. Use Internet address 129.79.1.101 and your local File Transter Program.

Please take a few minutes to complete this form and return to me by FAX or mail. it will be most useful if you
~can update your clone sizes and make more exact your clone locations. Make any other changes you want also.
List the rearrangements and which breakpoints you have identified. Any cytologically visible rearrangement
(deletion, inversion, translocation, transposition, duplication) is useful. Please indicate if the same citation is the
best referance, or indicate a better one (or a personal communication).

I 'thank you for your help as always. With your prompt and generous support | can expect to show you the
results in March at the Chicago fly meeting.

List_Rearrangements int found: reakpoi

RM _indexi for original clone cit'n: Locations __ Clone sizes __ Names/Products

Warren B (1988) 29th Annual Drosophila Conference

Location Key (kb gen/cONA|Gene name (abbreviation) product rearrangements...

43E6,8 1,6 50 0 | glyceraldehyde-3-phosphate dehydrogenase (gapdh )







