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Dear Colleagues:

I would like to use information trom the clone lis! to construct & “physical map” of the Drosophifa genome. You
have (a) clons(s) listed, as described below, so | would like 1o anllst your heip. What | need for this project are
the names and locations of chromosome rearrange nont braakpoints that lie within the region of your clone/walk,
Mapping breakpoints is the most reliable way of connecting the molecular with the cytological scales.

As you know, the clone list has been useful v, Lrosophila workers in finding starting points for their walks.
The database is organized by refersnces, so that ¢ original ctoning paper from a lab Is cited as key #1, with
subsequent paper s cited by subject (key ¥5 is seq.nce information, for example). The clone list is therafore also
a gena-by-gena [lterature index. The clone list is ~ow mounted on the Indiana University BioArchive computer
bulletin board in *he FLY subdirectory. Use Imtarn.i address 129.79.1.101 and your local Flie Transter Program.

; Please take = few minutes to complete this form and return to me by FAX or mail. It will be most useful if yau

' can update your ¢ ne sizes and make more exact your clone focations. Make any other changes you want alsp,

.~ List the rearrangs. “ents and which breakpoints you have identified. Any cytologlcally visibla rearrangement’

i {delstion, invaersio:, translocation, trangposition, duplication) is useful. Please indicata If the same citalion is the
best refarance, or Indicate a better one (or a parsonal communication), '

I thank you for your help as always. With your piompt and genarous support | can expect to show you the:
results in March at the Chicago fly meeting. . 5
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DROSOPHILA DATABASE REPORT FORM _
Return to John Merriam, UCLA Biology, LA 90024-1606 FAX

Please verify [___] or correct the address and citation on the reverse. ’“L
AMANSAR  SHAON

wame:_guen seeweny  prove 4: L NN B rax ¢ —

1. GENE: How do you describe the gene you are reporting on?

mutant name (if any): éibéthQW; §{2W5149a&%;2
abbreviation: Cf%{of

biochemical name (if any):

2. LOCATION: Where is your clone/walk located?

(If you are using a clone from a more extended walk, what is the
location of your gene? C;%qf" )

3. SIZE: How many kb did you clone? (round to nearest kb)

genomic 3 { vector/library name:_ I Man otk S bt roaoa

CDNA__ T vector/library name:__ T

4. METHOD: Describe the entry point for your clone/walk.

prior clone transposon tag ’”“ﬁﬂfs ?

expression differential screen

microclone__ oligonucleotide PCR? -
homology

5. SEQUENCE: How many kb did you sequence? (rourid to nearest 0.1 kb)

genomic__3 accession #: N ONES

cDNA accession #:

PRODUCT: How many amino acids in the ORF? ‘Thexe.tihcx(\ O KF

i~ AaonoML(  SPaLonCo buk e wuu wilale A cong  hast
(LisY above the predicted function or homology group of the ORF)

(List above the key words that describe domains in the ORF)

6. TRANSCRIPTS: (round mRNA sizes to nearest 0.1 kb, list largest lst):
‘ ) ok
oA Smeol has PR i When/where found?

7. PROTEIN (antibody detection): Where found?__

8. LAC Z FUSION stain: Where found?

9. MORE DETAILS:
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4. Date : please return to:
5. Location S LY John Merriam
5. Table “um__ 0 ED_ 2. 3_4_5_ & Biology Department
Univ California
7. Clone Name Los Angeles, CA 20024

8. Genes [nfo /’d‘fA-L %N:-Q (/&f’sz- é"g/:;s‘c's /‘f&iy Fax ¢ | T
{

9. Stock Crgn

10.KB Size
11.Cross Ref

12.Mis¢c Info 7lfz¢¢5ma:56r, Vélﬁéﬁ*} '
: V4 7 7

13.Reference

14.Breakpoint
15.8PContl

‘g.orlonte

17.7 Strain

18.Markers

19.0IS vol

20.Comments

21.X8 Sequenced

22 .Coordinates

‘key to Table num for this record: 0 = new data and ref on
ne previously entered, | = clone, 2 = rearringement break-
nt, 3 = insert, 4 = walk, 5 = sequenced, 6§ = transcription
L muitiple entries ok (ie¢ 1,2,4,5,6)
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Phillips, Simcox and Shearn (1989) 30th Annual Dros. Conference
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location changes

( genomic or CDNA?
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:2%:) ¥\ | kb per location?
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key details of cloning method

walk/jump
homology

<,

":)4 Q,L e m %+ transposon tag

e

expression, ietc
o
oligonucleotide

other specify}

Contaihs ra%ue ol@*%:;h\/e otov‘gal O[lSCS qwf
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Is the reference correct? (changes?) H€:§S

Your name A\\ €\ S\'\e‘ar\(\

telephone number

Please return to John Merriam, Biology Department,
"1'versity of California, Los Andeles, CA 90024
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