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Dear Colleagues;

I would like to use information from the clone list to construct a "physicat map® of the Drosophila gesnome. You
have (a} clone(s) listed, as described below, so | would like to enlist your help. What | need for this project are
the names and locations of chromosome rearrangement breakpoints that lie within the ragion of your clone/walk,
Mapping breakpoints is the most reliable way of connecting the molecular with the cytological scales.

As you know, the clone list has been useful 1o Drosophila workers in finding starting points for their walks.
The database is organized by references, so that the original cloning paper from a lab is cited as key #1, with
subsequent papers cited by subject {key #5 is sequence information, for example). The clone list is thersiore also
a gona-by-gene literature index. The clone list is now mounted on the Indiana University BioArchive computer
bulletin board in the FLY subdirectory. Use internet address 129.79.1.101 and your local File Transfer Program.,

. Please take a few minutes to complete this form and return to me by FAX or mail. It will be most useful i you
’ can update your clone sizes and make more exact your clone locations. Make any other changes you want also.

List the rearangements and which breakpoints you have identified. Any cytologically visible rearrangement
(deletion, inversion, translocation, transposition, duplication) is useful. Please indicate if the same citation is the
best reference, or indicate a better one (or a personal communication).

I thank you for your halp as always. With your prompt and generous support | can expect to show you the
results in March at the Chicago fly meeting.

M _indexi { original elone eit'n: Locations __ Clone sizes __ Names/Products ___

Ellis HM; Spann DR; Posakony JW. extramacrochaetae, a negative regulator of sensory organ development in
Drosophila, defines a new class of helix-loop-helix protsins. Cell 1990 Apr 6;81(1):27-38.

Location Key |kb gen/cDNA| Gene name (abbreviation) product rearrangements...
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1. GENE: How do you describe the gene you are reporting on? /€2€?4%7
mutant name (if any) . vv2 v o (ol ET AR
abbreviation e C
biochemical name (if any)
xiz. LOCATION: Where ;s your clone/walk located? Sy
& (If you are usin

g a clone from a more extended walk, what is
the location of your gene? )

3. SIZE: How many kb did you clone? (round to nearest kb)

genomic &’ vector/library name

cDNA

vector/library name , #._

e

4. METHOD: Describe the entry point for your clone/walk

prior clone transposon tag

expression differential screen
microclone ocligonucleotide 7 PCR?
homeology

T~5. SEQUENCE: round to the nearest 10th the kb sequenced

genomic +~ , 2 i) accession # e
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CDNA [,4 o accession #__ ) 2.7 | L
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PRODUCT: How many amino acids in the ORF? /72

List above the predicted function or homology group of the ORF
o DT A b, oo I S CELES - -

List above the key words that descr

6. TRANSCRIPTS: round m RNA sizes to nearest 10th kb, list largest
first When/where found?

ibe domains in the ORF

7. PROTEIN (antibody detection) Where found?

8. LAC Z FUSION stain Where found?

|
9. MORE DETAILS: 5
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5. Table um__ ¢ (5__ 2. 3_4_(s %és ) Biology Department

7. Clone Mame ﬂxﬁn MWUM /@MT gg;vm?;:;;:mé: 90024

8. Genes [nfg B

9. Stock Orgn [igﬁ waw‘ﬁﬂ' BQ’JUJ?

10.X8 Size :Ekfa

11.Cross Ref

12.Misc Infm L (ad.. /[@4‘-7,) Prorerstots ”j AL,
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14.Breakpoint . | /&77 7*

15.8PCant]

id.8FCont2
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~7.T Strain

18 . Markers
19.0IS Vol

20.Comments
21.KB Sequenced /’?3
22.Coordinates

‘key to Table num for this record: 0 = new data and ref on

ine previously entered, | « clone, 2 « rearrangement break-
at, 3 = insert, 4 « walk. 5 = sequenced, 6§ - transcription
t. multiple entries ok (ie 1,2,4,5,6
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Lwosig 0 vse inlprmaten om he clone Lt to sonstruct & “physical map® of the Drosophila goneme, You
have {a) cicre(s) "siud, as *‘af shad hslow 30 1 would (k8 1o anfist your help. What | nead for this project are
the names =no o ions of ghromosn e marrangement breakpoints that e within tha reglon of your cloneiwalk.
Mapping treakreli- s o f.ha Tagl raiiaiia way of connecting the maigcular with the Jyiologloal scelas.

As ;5u knaw, The close bst az been uselui 1o Drosophlla workers In fnding starting points for thelr walks.
The <atabaza '$ organized oy -alsrences, so that the original cloning paget fram a lab Is cited as key #1, with
SULSGQUEN! papears ‘ed by sulject {koy #5 5 saquence intermalion, for axampls). The clone list !¢ therafors also
¢ gene by gend iHeraiure index, The clona list is now mounted on the Indiana Univars!ly BioArchive cemputer
bulletin bosid o ha :'-‘ Y a.caimctory. Use Internet address 128.79.1.101 and your ‘ocal Flle Transter Program.

Praase 1aks 2 ° mitutes 10 complets this form and reluim lo me by FAX or mait it will be mest usetyl if you
Jpdata yIor oot Lza ans make more exact your ¢lone locations. Make any othar changss you want also.
< ihe reetrange *a arg whith oreakpoints you have identifisd. Any cytologicaily visibie rsarrargement
(dalelior, i+ ror teanciacaton, fransposition, duplication) is uselul. Pleass Indicate tha same citation is the
best swfarc w0 tca's s B3lar one (or & Personal communication).

Pinank you i% vour help as always., With your prompt and ganrerous support | ¢an expect 1o show you the
resuits In Maroe 2 o Chicage fly meeting.
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Ql:i&ﬂﬁ.ﬁ_ﬁ..,,.xw: ‘iur‘ ingszlng for original olong ¢it'n; Locallons __ Cione sizes __ Namas/Producls __

£ 13 HM, .:;;a* i Pouxmy JW. extramacrochaetas, & negative ragulator of gensory ergan devalopmant in
Drosophila, defris a rew glass of helix-loop-hellx proteins, Cel 1890 Ap:r 6;81(1)27-38
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