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Return to John Merriam, UCLA Bioloagy, LA 920024-1606 FAX _
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L GENE How do you describe the gene you are reporting on?

mutant name (if any): ECIJMW

abbreviation: Q’L‘B\ﬁﬁﬂ

biochemical name (if any):

2. LOCATION: Where is your clone/walk located? :
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location of your gene? /066 )

3. SIZE: How many kb did you clone? (round to nearest kb)
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4. METHOD: Describe the entry point for your clone/walk.
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5. SEQUENCE: How many kb did you sequence? (round to nearest 0.1 kb)
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7. PROTEIN (antibody detection): Where found?

8. LAC Z FUSION stain: Where found?

9. MORE DETATIS:
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d ! . Eoa W
. B . ol !r i ; P e
mutant name (if any): R =
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2. LOCATION: Where is your clone/walk located? (Rt PR B .
(If you are using a clone from a more extended walk, what 1s the
location of your gene? )

3. SIZE: How many kb did you clone? (round to nearest kb)

genomic vector/library name:

cDNA vector/library name:

4. METHOD: Describe the entry point for your clone/walk.

prior clone transposon tag

expression differential screen

microclone _ oligonucleotide PCR?
homology

5. SEQUENCE: How many kb did you sequence? (round to nearest 0.1 kb)

genomic accession #:
cDNA accession #:
PRODUCT: How many amino acids in the ORF? 2R

(List above the predicted function or homology group of the ORF)
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6. TRANSCRIETS: (round mRNA sizes to nearest 0.1 kb, list largest 1st):
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When/where found?

7. PROTEIN (antibody detection): Where found?

8. LAC Z FUSION stain: Where found?

9. MORE DETAILS:







