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Dear Caolleagues:

| would [ike to usa informaticn from the clcne list to construct a “physlcal map* of the Crosophila genome. You
have (a} clone(s} lstad, as describad balow, so | would ke to enllst your help. What | need for this project are
the names and locations cf chremasome rearrangemant braakpelnts that lle within the region of your slone/walk.
Mapplng breakpolnts is the mest reflable way of connecting the molectlar with the cyloiogical scales,

As you know, ms clons list has been useful to Crosophila workers In finding starting points for their walke.
The database Is organized by rofsrencas, se that the original cloning paper from & lab is clted as key #1, with
subsequent pagers clisd by subject (key #5 is sequance Information, for sxample). The clene fist is therefors also
& gena-by-gene lilerature Index. The clcna list Is now mounted on the Indiana University BloArchive computer
builetin beard In the FLY subdire¢iory. Use intsrmet address 129.79.1.161 and your local Flle Transfer Program.

Flease take a few minutes to complete this form and retum o me by FAX of mail. It will b most useful yau
can tpdale your clona sizes and make more exact your clone lccations. Make any other changss you want also.
List the rearrangements and which breakpoinls you have identiflad, Any cytologlcally visible rearrangement
{delellen, inversicn, trenslocation, tunsposition, duplication) s usefll, Please Indieata if the samg chiatlon 1s the
best refarence, or indloate a bettar sna {er & personal communication). '

1 thank yeu fer your help as afways. With your prompt end generous support | can sxpect te show you the
resulls jn March at the Chicago fly meeting, '
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Cambridge, MA 02142

Dear Colleagues,

Great progress has been made toward a molecular description of the Drosophila genome. This can be
seen from the wall chart of Drosophila chomosomes in the Oct 11 1991 issue of Science (review: Science
064, 221-225). A summary file showing the cytological locations of cloned DNA, rearrangement break
points, and transposable element insertions (called clonelist.txt) has been posted on the file server
FLY.BIO.INDIANA.EDU for electronic access using FTP.

Your article, listed below, is likely to have cloning or molecular information that should be listed in the
Drosophila Genmaps. Please take a few minutes to complete this form and return to me by FAX or mail. If
we missed any previous papers, make copies of this form to describe each earlier paper. Include your FAX
number. If you think that one of your co-authors would be a better contact for us, feel free to send them
this letter with your request to answer it.

| thank you for your help as always. With your prompt and generous support | can include your results
in the next update, schelduled for June. -- John

CITATION:

Barker D: Moore; Kickinson L; Lehamann R. pumilio activates the posterior determinant nanos. 33rd
Annual Drosophila Research Conference 1992,

» Bk, Mot T Dok L Lehmany, 2.

--» List the Gene i and its Chromosome location:
pum (o $5CD
KEYs 1-8: Please check off those boxes which describe THIS PAPER
Describe vour results in detail on the reverse side,

M 1 Genomic or cDNA clones obtained. m/ﬁ Transcript obtained.

]Zr 2 Rearrangement breakpoints found in clone. [:] 7 Protein described by antisera.
D 3 New location of transformed insert. D 8 Promoter fusion studies.
r_‘7r 5 Sequence obtained. D No cloning or molecular

information about gene
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Dear Colieagues,

Greal progress has been made toward a molecular description of the Drosophila genome. This can be
seen from the wall chart of Drosophila chomosomes in the Oct 11 1991 issue of Science (review: Science
254, 221-225). A summary file showing the cytological locations of cloned DNA, rearrangement break
points, and transposable element insertions (called clonelist.txt) has been posted on the file server
FLY.BIO.INDIANA.EDU for electronic access using FTP.

Your article, listed below, is likely to have cloning or molecular information that should be listed in the
Drosophila Genmaps. Please take a few minutes to complete this form and return to me by FAX or mail. If
we missed any previous papers, make copies of this form to describe each earlier paper. Include your FAX
number. If you think that one of your co-authors would be a better contact for us, feel free to send them
this letter with your request to answer it.

| thank you for your help as always. With your prompt and generous support | can include your resuits
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