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Dear Colleagues,

We need your helpin forming a Restriction Map of the Drosophila melanogaster genome. Our task is to collect
information for a physical map of genes (clones and walks) based on restriction sites. Already a physical map of clones
exists based on collected information about the band locations of clenes {see Science 254: 221). The next step will

provide a higher resolution framework for organizing information in the Drosophila genome data base project.

The mygri%po ant information we would like to receive from you is the restriction map you have for the gene

Sy . Of course we mean a map for as much of that chromosome region as you have. The best
form{ ot informgtion for us wouid be a table or list of the coordinates (in Kb) of restriction sites. We will also be happy to
ta X copy of any map you already have available, with the gene name, scale, symbol legend to enzymes, lab

name and/or reference attached. It would be very helpful if you could include the locations of other details on a.line
drawing for future physical annotations. We would like to see the following features on your scale diagram:

Y transcript units with origin and exons

* alternate splices or cDNAs if different frecm above
* sequenced intervals with accession nos.

* breakpoints of rearrangements (named)

* 8TS or any oiher landmarks

With this request we are initiating a new data base direction for us. That is to record, for each laboratory or project,
the kb coordinates of the gene or chromosomal region of interest. The information you send us should represent your
most up-to-date and comprehensive map. Separately we wilt continue to record the data for individual publications. By
using records from both projects together we maintain a link between publications and the physical restriction map.

We would alse like to use this opportunity to verify our recordes and have enclosed information we believe to be
presented in individual publications. Please review each record with respect 1o the questions listed below. Make
revisions directly on the copy and send correcled copies back 1o us.

* are the gene name and abbreviation informative, acceptable?

" is the information accurate?

* is the information in each report restricted to data that was presented for the first time in the
corresponding paper? For example Table/Section 1 should be filled out only for those publications
describing isclation of DNA clones.

* has this meeting report or communication been published? Please provide the citation.

* are the name, address, phone and Fax nos. up to date?

Thank you for your assistance with this project which will benefit all Drosophila workers. We hope to present initial
results at the 1993 Drosophila meetings. To do this we need your response as soon as possible. Please check the

appropriate box below and send back. or.Fax this form along with your list or map. John
/”" _ .
"1 map or coordinates enclosed s

%no map available
¢ send request io o

One huadred twenty-five years of service -
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.sturn corractions to John Merriam, UGLA Bioclogy, ;
Los Angeles, CA 90026-1606;  FAX [N

! full _location |90E1-4

table_numbers ]1 2 cross_locations

|

|
-

gene_name |stripe

gene_abbrev 15 r

product |

1 kb_cloned_genom 30 vector_genomi |

kb_cloned cDNA 0 vector cDNA |

METHOD: expression | walk_jump_org | YACs 0

microcloning ! oligonuclsotide |

homology l transposon_tag |xxx

clonetechtext [p[iwt]ak

2 rearrangement|Df(3R)sr-16;Df(3R)sr-1461;Df(3R)D64

3 T _strain |
markers |

kb_seq_cDNA 0 acc_number_cDNA |

comments |
ORF size |
ORF_functio |
ORF_domain |

6 kb trans_size |

1ransc_dist|

j7 protein_dist !

8 fusion_dist]|

mise_inlo

full citation [Bellen HJ and Alex toredkin. 1991 personal communication
f‘ol adlun

contact person |Bellen, H.J ph FAX
lab address Baylor College of Medicine

address_linel |Howard Huges Medical Institute

address_line2 |lInstitute for Molecular Genetics

address_lined [Houston, TX 77030

address lined »

L keywords muscle, nervous system, enhancer deteclors
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source_number |—+eel. . -+ = 7 Wy
full_location |90E1-4 cross_locations |
table_numbers ]1@3«
gene_name ’Stripe-dji{ﬁf
gene_abbrev Isr ’
product | YACsI 0
kb_cloned_genom 30 vector_genomic|
kb_cloned cDNA 0 vector_cDNA |
expression l
hemology |
microcioning |
transposon_tag | :"1’—!, i 5 ﬁd.;é:j‘f
cligonucleotide |
clonetechtext
rearrangement
T_strain |
markers | i
kb_seq genomic [ 0 acc_number_gen| kb_seq_old 0
kb_seq cDNA | 0 acc_number cDNA|
comments |
ORF_size | L
ORF_tfunction |
ORF_domains I
kb_trans_size
transc_dist |
protein_dist !
fusion_dist i
misc_info ":;i/’//tr ‘ N i M‘ﬂ;/j, “l L, D% ’H«’/L? i;,j‘: 3
full Beilen HJ. A 199‘ Dro;ophﬂa---conference. SR sl £ rfa”fw,;,
citation o Koo Tolbdbo

contact_person Bellen, HJ. N T o
lab_address Baylor Upiversity << o~ ~ A
address_line1 Howard{él;l%ughes Medical Institute
address_line2 lnstitute'n Molecular Genetics
address_line3 Houston, TX 77030
address_lined

keywords ! Ay mhd | et bl e
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Dear Colleagues,

We need your help in forming a Restriction Map of the Drosophila melanogaster genome. Our task is to collect
information for a physical map of genes (clones and walks) based on restriction sites. Already a physical map of clones
exists based on collected information about the band locations of clones (see Science 254: 221). The next step will
provide a higher resolution framework for arganizing infarmation in the Drosophila genome data base project.

The W’b}\ant information we would like to receive from you is the restriction map you have for the gene

5S¢ . Of course we mean a map for as much of that chromosome region as you have. The best
forny of information for us would be a table or list of the coordinates (in Kb) of restriction sites. We will also be happy to
accept a x copy of any map you already have available, with the gene name, scale, symbol legend to enzymes, lab
name and/or reference attached. It would be very helpful if you could include the locations of other details on a line
drawing for future physical annotations. We would like to see the following teatures on your scale diagram:

* transcript units with origin and exons

* alternate splices or cONAs if different from above
sequenced intervals with accession nos.
breakpoints of rearrangements (named)

* STS or any other landmarks

*

*

With this request we are initiating a new data base direction tor us. That is to record, for each laboratory or project,
the kb coordinates of the gene or chromosomal region of interest. The information you send us should represent your
most up-to-date and comprehensive map. Separately we will continue to record the data for individual publications. By
using records from both projects together we maintain a link between publications and the physical restriction map.

We would aleo like to use this opportunity to verify our records and have enclesed information we believe to be
prasented in individual publications. Please review each record with respeet to the questions listed below. Make
revisions directly on the copy and send corrected copies back 10 us.

* are the gene name and abbreviation informative, acceptable?

* is the information accurate?

* is the information in each report restricted to data that was presented for the first time in the
corresponding paper? For example Table/Section 1 should be filled out only for those publications
describing isolation of DNA clones.

* has this meeting report or communication been published? Please provide the citation.

* are the name, address, phone and Fax nos. up to date?

Thank you for your assistance with this project which will bensfit all Drosophila workers. We hope to present initial
results at the 1993 Drosophila meetings. To do this we need your response as soon as possible. Please check the
appropriate box below and send back or Eay this form along with your list or map. John

map or coordinaies enclosed

%no map available
send request to




r
r F T
. b

ra

JOPHILA GENMAPS DATABASE RECORD PRINTOUT - 8/28/92
.urn corrections 1o John Merriam, UCLA Biology,

s Angeles, CA 90026-1606; FAX

full_location 90E1-4

source_numbel 1 724\

table_numbers |1,2 cross _locations
gens_namoe stripe
gene_abbrev |sr
product L
1 kb_cloned_genom 30 vector _genomi |
kb_cloned_cDNA 0 vector_cDNA |
METHOD:  expression | walk_jump_org | YACs | 0
microcloning l oligonucleotide ]
homology ‘ transposon_tag |xxx
clonetechtext [p[lwtlak '
2 rearrangement|Df(3R)sr-16;Df(3R)sr-1461:Df(3R)D64 J
3 T_strain \
markers |

T

kb_seq_genomic 0 acc_number_gen |

kb_seq_cDNA ‘ 0 acc_,number_cDNA|

comments |

kb_seq_old 0

ORF_size |
ORF_functio |

ORF_domain |

6

kb_trans_size \
transc_dist|

7

protein_dist |

8

fusion_distl

misc_info

full citation |Bellen HJ and Alex terodkin. 1991 personal communication
Kn)i.oiklﬂ

contact_person |Bellen, H.J ph
lab_address Baylor College of Medicine

address_line1 |Howard Huges Medical Institute

address_line2 |!institute for Molecular Genstics

address_line2 |{Houston, TX 77030

address_line4

keywords muscle, nervous system, enhancer detectors
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source_number
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table_numbers |1, %
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cross_locations [
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. gene_name iS"iPG-dﬁ&? .
gene_abbrev |sr
product I YACs u
kb_cloned_genom [ 30 vector_genomic|
kb_cloned cDNA | 0 vector_cDNA |
expression |
homology |
microcloning |
transposon_tag | g [f w / fd‘ﬁM
oligonucleotide |
clonetechtext
rearrangement é"’:
T _strain L Jfl
markers | /
kb_seq_genomic | 0 ace_number_gen| kb_seq_old |_ 5_0
. kb_seq cDNA | 0 acc_number_cDNA| i
| comments | ’
ORF_size | '
ORF_function |
ORF_domains |
kb_trans_size
transc_dist l \
protein_dist I \
fusion_dist | _ ;
mise_into | S ;0 ) oy CE —‘;//" )¢ O YRS ES —
full Bellen HJ. A 199‘ Droeeph#a——eon#mm ?&“V;MZ Letain -
citation i K Totodban
contact_person Bellen, HJ. phone_number [IIIENEGEGEE
lab_address Baylor University (ﬂé/&‘?‘f ‘;f /{"'j"u
address_line1 Howard{Hughes Medical Institute
address_line2 Institutef?ﬂolecular Genetics
e s address_line3 Houston, TX 77030
address_line4 ; -
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