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Your article, fisted below, is likely to have cloning or molecular |nformation tnai should e hsisd
Genmaps. As you know, the clone list has besn useful 1o Drosophila workers in finding start points for their walks.
The database is organized by reterences, so that the original cloning paper from each lab is cited as key #1, with
their subsequent papers cited by subject. The clone list is therefore also a gene-by-gene literature index. The
clone list is now mounted on the Indiana University BioArchive computer bulletin board in the FLY subdirectory.
Use Internet address 129.79.1.101 and your iocal File Transfer Program.

Please take a few minutes 10 complete this form and return to me by EAX or mail. On separate sheet(s) we
print out the information we have already from your lab on this gene. Send back 1o us any corrections you may
have. If we missed any previous papers, make copies of this form 1o describe each earlier paper. include your FAX
number. It you think that one of your co-authers would be a better contact for us, feel free to send them this letter
with your request to answer it.

| thank you for your help as always. With your prompt and generous support | can include your results in '
next update on the bulletin board. -- John
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m 1 Genomic or cDNA clones obtained. D 6 Transcript obtained.

D 2 Rearrangement breakpoints found in clone. D 7 Protein described by antisera.
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gene_abbrev I_Bc
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1 kb_cloned_genom [ 160 vector_genomic|lambda RS24/charion 4 Manistis Carton-S

kb_cioned_cDNA 1.67 vector_cDNA |pNB40 embryonic

METHQD:; expression i walk_jump_uiy | YALL 1§
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ORF_size 1425
ORF_function[tyrosine protain kinase-like

ORF_domains|Hisiine-rich domain

6 kb_trans_size [1.7
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8 fusion_dist|

misc_info ;8-12 bands uncovered; (Bogert el. ai 1987, Cell 51:829-940.); 7.0 kb fragment two locations are on
3rd and X chromosome.

full citation |Stathakis D; Nomyk T, Wright T. 32nd Drosophila Conference, Chicago 1991.
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