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full_location [96A17
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gene_abbrev |slo

product |

1 kb_cloned_genom 80 vector_genomi |
kb_cloned_cDNA 4.2 vector_cDNA |

METHOD:  expression | walk_jump_org [xxx YACs | o
microcloning | oligonucleotide |
homology | transposon_tag |
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ORF_functio Istructural component of Ca-2+ activated K+ channels H5 & S4 domains similar to
ORF_domain |7 hydrophobic domains, putative EF hand and ATP binding site
6 kb_trans_size |5.8, 11
transc_dist|

7 protein_dist |

g fusion_dist|

misc_info {ORF_function con't- voltage gated K+ channels.

full citation |Atkinsen NS; Robertson GA; Ganetzky B. A component of calicum-activated potassium channels encoded
by the Drosophila slo locus. Science 1991 Aug 2;253(5019):551-5.

contact_person | Atkinson NS ph FAX
lab_address Department of Zoology

address_line1 |University of Texas

address_line2 |Austin, Texas 78712

address_line3

address_lined4
keywords GENBANK/M83053
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