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Dear Dr. Kathy Matthews, - (@F 010254 ‘J

Here are the fly stocks from the Hogness lab fly collection that you have requested. Below
is a brief description of their history; [ have also enclosed several figures that show additional

information.

w; DEGLYE3/TM3 « ' w; L63[81YVTM6EB -

w ; DI(3L)294/TM6B - _
w DIGL)ETMGB - W SbI2OTM3 -

W Df(3L)1-11/TMéB . ' w; Sb200/TM3 -

: w; Sh64/TM3 b
W ; EcRE-lacZ 4 (on i w; Tb9&/TM6B . ‘
w ; EcRE-1acZ-3 (on ITT) W ; Tb255TM6B -
~— DA(3L)663 and DI(3L)294 were made by Stephanie Paine-Saunders during ber graduate

(1997). Molecular and Generic Analysis of Twe ‘Late’ Genes of the Eedysone Hierarchy of
Drosophila Melanogaster, Ph. D, Thesis, Stanford quw:rsiry, Stanford, California. Steve’s

workon 163 is also in a manuscript that is in preparation.

The L63[81] allele was induced by EMS by Stepbanie Paine-Saunders. Steve Stowers
showed that it was an allele of the L63 gene by rescuing its lethality with a hs-] 43 cDNA
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number pupariate. This information oF AR
communication from Amne Rascle, from Steve Stowers” dissertation and a personal

If you have any quwﬁbns or need additi i : T
when I leave Stanford, please s thc;dtoti‘))an\i ﬂi{)g‘riz:on, Please inquire. After late May,

b -

Scot Munroe
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Chapter 2-Figure 2. Genomic map of 63E region..

The genomic phage inserts from the 63E region and their approximate
cytological locations are shown as is the location of yeast artificial
chromosome (YAC) 527. The trahscripﬁon muts identified by reverse
Northern analysis are shown relative to the genomic phage to which they

hybridize.

from:

Stowers, R. Steven. (1997). Molecular and Genetic Analysis of Two ‘Late’ Genes of the

Eg};ﬁ?ﬁ? gﬁﬁ:&i of Drosophiia mlapogacrer. Ph. D. Thesis, Stanford University,
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i Chapter 2-Figure 3. Lé63 gene structure,

Schematic diagram of the L63 gene structure showing the exon locations of
f the nine know;-n Lé3 mRNAs relative to 63E region genomic phage and
breakpoints of 63E region deletion mutants. .63 mRNAs are grouped and

r ; colored according to the known or suspected L63 transcription start sites from
which they originate. The sizes of the exons are accurate relative to each
other but they are larger than the scale indicated at the bottom right of the
diagram. Possible translation start sites are indicated as green ATGs while

translation stop is indicated as a red TAA. Solid lines indicate sequences that

| are absent in the deficiencies. Deletion chromosomes in which the 63E puff is
active are shown in green and are marked with a (+) while those in which the
63E puff is not active are shown in red and are marked with a (-). The 81 and

\'\

‘)04112 mutants are alleles of L63, A restriction map is also indicated at the op

e -of the diagram for Eco RI, Sal I, and Xho I
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L63 Gene Structure

HAY-12-88 TUE 11:43 A KAUFMAN LAB

Genomic
Phage

63b6

63048

63!0

6312 6314 6316

6306 8307

| Xhol

«——telomere

| ;
ST I

6308

6311

6313 6315 6317

it
conlromere ——»

L nen win wnr mug L W ew e I

A ANA o Plw+[320a T
?Li';.e ) r;kl(kb)_ I!ﬁJaA SV' 4 s ] r:| F‘)
N t a8 o ] | AN ES
2 | 3.8 s f] | ' e
3 3.1 s [ I NS
"§ 2
S N At 11 | |1 1) mge
s | 2.8 s | NS
6 2.0 s )| | [ 1] pI0s
; w11 | 1 O
3 . _
8 L as s [] | N[N L
9 p 42 S'IR L ool s
Dellclencles:gf)festE ,::;:' a':::::tm ATG ATG TA‘A
"_DIHR2:32(+)J' .rD|294(-) : Hor gy H—'QOKb*H Y
< ' Df 1-11(+),  |DIGN50(+)
; JL_E]J-_L_' ) 81 (48bp In-frame detstion) =

——

204 b2 (doubte p eleman?)




( ‘ ; (

Identification of new 63E mutants: F2 EMS screen

69T NOUANEA WY Ep: 11 3L 86-C1-AWM
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Score for lethality
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