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is

annotated in GadFly but corrections are needed, as follows.

The genomic sequence at AE003462 correspends to ocurs but the annotation at
AE003462.1 is incorrect in that it acknowledges only the second (of 2)
exons .,

The entry at AJ252125.1 (Cremazy et al) is a ¢DNA that is only partly

correct. There is a sequencing error at 1621 (deletion of 2 bp) so that
their subsequent 16

amino acids are incorreect and their stop codon is premature: the protein is
much longer.
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Appendix

Annotated genomic sequence of the DSox60B gene

Eco R1

GAATTCTATG

LLLETTE] T

CTTAAGATAC

TATGCCAATG

RARRNRRRN

ATACGGTTAC

TCGCAARAAC

NERRARRRN

AGCGTTTTTG

GCAGTCAGTT

LTI

CGTCAGTCAR

GAARCCACAC

| TTTTTTT

CTTTGGTGTG

ATGTATGTAT
LITTTTET
TACATACATA

TAAGAAACAA
LT

ATTCTTTGTT

ATCTTTTGCG

LELPIET

|
TAGAAABRCGC

CGTCAATTTC

LTI

GCAGTTAARG

CTGATTGAARR

RERNERARE

GACTAACTTT
CAACTGARCT

LTI
GTTGACTTGA

CTGCGCTCTT

CELTTTLT

GACGCGAGAR

GGGTGCATGT

CCCACGTACA

CACTTGAACA

GTGAACTTGT

TCACACACAC

LTI

AGTGTGTGTG

GTGCAAGGCA

FILLIELT

CACGTTCCGT
GTACAACAAA
LT

CATGTTGTTIT

KLM 11

TAACTCTTTT ATGGAARATA

LTI

ATTGAGAAAA TACCTTTTAT

AACCGCAAGT CCGCTCCTGA

LILELETTT

TTGGCGTTCA GGCGAGGACT

ATCTGTATCT ACGTGCTCTG

LILTLTTTT

TAGACATAGA TGCACGACAC

LITLITLTT

LLTETTTT

Sau 3Al

GCTGTGAGCG ATCGACGTTG

CGACACTCGC TAGCTGCAAC

CAAACACACA CACCCACACG

LTI

GTTTGTGTGT GTGGGTGTGC CTATGTCGT

TATATGCATA ATTACATACA

(LTI

ATATACGTAT TAATGTATGT CGCGTCATG

ATCACAAATA CACAAATGTA

LILLELTT

TAGTGTTTAT GTGTTTACAT

PILTELLT T

VL

VLT

LIV

TAGTTTATTC GCTCGCGTICG CCCTCGTTTC

I
ATCAAATAAG CGAGCGCAGC GCGAGCAAAG

KLM 23

GATTCCACTT CCAATCCARAA CCCRAACTCGC

LEELELLTEE TUEEEELLEE T

CTARGGTGAA GGTTAGGTTT GGGTTGAGCG

GTTTCGTTGC GCTGCGCCGA GAGTTTCGTT TTCAGTGCTT

ILLLLTELE L T

CARAAGCAACG CGACGCGGTT CTCAAAGCAR

LITTTTTLT

AAGTCACGAA

GACTCAACTC

BINERRARY

CTGAGTTGAG

GTCGGGAAGC

CAGCCCTTCG

CABRCAAAATA

RRERRNRNN

GTTGTTTTAT

TTCACTTACT

LTI
AAGTGAATGA

ATTCGTATCT

LELTLITET

TAAGCATAGA

CTTCAGTTCA

LELLLLT

GAAGTCAAGT

AARGGCACTTT-60

A TTCCGTGAAA

CAGGAAACTC-120

RRRRRANNN

GTCCTTTGAG

KLM 5

CGTCTATGTG-180

LILETTTT

A GCACATACAC

ARATCAACTT-240

TTTAGTTGARA

ARTCACAATC-300

REARAREY

TTAGTGTTAG

G AGCCATATAT-360

SERARARN

C TCGGTATATA

TGGGGECTGCA-420

LT
ACCCCGACGT

AARACGTAAR-480

LLELELTE

TTTTGCATTT

CCACTCCAGC-540

ERRRRNRRN
GGTGAGGTCG

CATCGCTTCG-600

LIV

GTAGCGAAGC

CAGTTCAGTT-660

LELETTLT T

GTCAAGTCAA



J KLM 15
CAGTTCAGTT CGGTETGGAT TCAGTTGGAT TCGAATCGAT GTTTAGTGTA GATTGGCCAG-720

CECCPEEEEE L PEEEREEE PRELT LT TR ALy

GTCAAGTCAA GCCACACCTA AGTCAACCTA AGCTTAGCTA CAAATCACAT CTAACCGGIC

GACACGGAGA ACAAATAAGT CCCTCATCGC GCGGCGTGCA AAACCATCCG AACTAACTAA-T80

LDV T DL T LR e BT L
é%GTGCCTCT TGTTTATTCA GGGAGTAGCG CGCCGCACGT TTTGGTAGGC TTGATTGATT

GTCTAGCCAA CTCTAGTAGC TAGAAACTAG AAACAAGAAR GCTACATACA TATGTGCGTA-840

CCLEE L CEECE L TR TR L LR T

CAGATCGGTT CAGATCATCG ATCTTTGATC TTTGTTCTTT CGATGTATGT ATACACGCAT

Sau 3Al

e | 1
AACCGTGGAT GCCACAGAGC TGAGATACAT TTAACCAAGC GATCTCGCTT ATTGTCGAGT-900

VOVEELEEE PO e bR e L et i |

TTGGCACCTA CGGTGTCTCG ACTCTATGTA AATTGGTTCG CTAGAGCGAA TAACAGCTCA

X’ Ll
GATAACACTA ARGATTGGGCA GAAACATTCC GAACCAGCTS CAGTTCAAAC ATTATCAAAA-960

PP CELERLEEL L LT T L L]

CTATTGTGAT TCTAACCCGT CTTTGTAAGC CTTGGTCGAC CTCAAGTTTG TAATAGTTTT

Pst 1

CATTTGTGTT TCAAAATCAA CACACTTAAA GCAARACAAAC ACAGTCGARAR GCGCGAGTGC-1020

LEVERLEEE PO PO PR FEEEE R LRl P

GTAAACACAA AGTTTTAGIT GTGTGAATTT CGTTTGTTTG TGTCAGCTTT CGCGCTCACG
KLM 21

TGCAGTATTA GTGGTGACCA CACACAGATA CACACATGCA CACGGCCATA TCGTTACATA-1080

LLLLLEVEE T LT L T T ]

ACGTCATAAT CACCACTGGT GTGTGTCTAT GTGTGTACGT GTGCCGGTAT AGCAATGTAT

f?TGTGTAAC TCTCTGCACA TAAATGCGAG TCCAATCTAT TTAATTCAGT TTCAGTGCAT-1140
N N e e

GCACACATTG AGAGACGTGT ATTTACGCTC AGGTTAGATA AATTAAGTCA AAGTCACGTA

TTATAAATTA ATAAAATTTA CCAAGTGCGA GAGTGAGGGA GCGACACGCA CACCTATGCA-1200

LTV LT T T T LT

AATATTTAAT TATTTTAAAT GETTCACGOT CTCACTCCCT CGCTGTGCGT GTGGATACGT

CGCTCATTAC ACGGACGAGG CGAACGTCAG TCTTGGAATA TTGCAAACAA CACCAACAAC-1260

éééﬁé¥i&$é VLT L LT T LEVETTTT

TGCCTGCTCC GCTTGCACTC AGAACCTTAT AACGTTTGTT GTGGTTGTTG

TITTITTT fCRAGRIACAA CAACARAACC ARAAGCGAAR CAGCAARAAA TAANTARATA-132
LT LT LT FIT T I

TTTTTGTTGT TCTTCTTCTT GITTGTTTTGG TTTTCGCTTIT GTCGTTTTTT ATTTATTTAT

=y 4
ACGAGGAACC AGTTTCACCT TGAGGAGCAA TACCTAGTGE ACACTCACAC TCGCACTCGC-1380

LT P LT R N

TGCTCCTTGG TCRARAGTGGA ACTCCTCGTT ATGGATCACG TGTGAGTGTG AGUGTGAGCE



ATTCACACAAR ATGAAACAGC

LELLLLELE TR

TAAGTGTGTT TACTTTGTCG

ATATAGTGCA TATAGTGCAC
LELELTT LD FITEI LT

TATATCACGT ATATCACGTG

TTCGTGATAR AGCCACAGAG

UL EET T

AAGCACTATT TCGGTGTCTC

GTCCGGCTAC TATGCTC

LT |||||1|||I

CAGGCCGATG A
KLM 20

CCAACCAGGC CACCACCGAA

||||||\l|| RRRRRNRNN

GGTTGGTCCE GTGGTGGCTT
KLM 6

N Q A T T E

CAGCAACCAC CCCAG

[TLLLTT T ||||f|||||

GTCGTTGGTG G

A T T P A R

TTAC AGCGGCTGETG

IIIIIII\II [ LLLETTTT

Sau 3al

CCGATCTTAC TCTTACTGCG

LITERLEEEE TEEE I
GGCTAGAATG AGAATGACGC T
KLM 10

AGCACAGAGC ACAGAGTAGA
LELVLEEELE LEETLTT

TCGTGTCTCG TGTCTCATCT

ARTCGGAGCG CTCCGCCTTA

LEELTELEE TP
TTAGCCTCGC GAGGCGGAAT

Sau 3Al

G CGGGGATCGG GACATCATCG

AGTAC

\II\IIIIII

CATAGTGACC

LT

GTATCACTGG

TCGGCARACCC

SIRRENANY
AGCCGTTGGG

CTGGGATAG
LT

A
|

GCCCCTAGCC CTGTAGTAGC GACCCTATCT

TTGCAGCGGC GCCAAACGCA

ILLLCLTEE AL

C ARACGTCGCCG CGGTTTGCGT

Hind III

CCACCATTAA GCTTGCGLCC

LELELEEEEE T T

GGTGGTAATT CGAACGCGGG

ACTTTGCCAC CGTTCTCGCC
LEEELTEEEE T ]

G TGAAACGGTG GCAAGAGCGGE

T L. P P F S P

CAAACGCUTG GAGCACAAAA

LCLLULTLET LT

C GTTTGCGGAC CTCGTGT'TTT

¢ T P G A Qg K

GCTTCGCCTT CCGCECCTGET

LLLELLLIE FEETEET L

G TCGCCGACAC (CGAAGCGGAA GRCCGCGGACA

T H P A AV

CCCCCAAGAC CCCGGARACCC

LEVELELETE TEEL LT

GGGGGTTCTGE GGGCCTTGER
P K T P E P

A S5 P 8§

KIM 2
A P Vv

CGGAGTACCC ACACCCACAC

LELELTLLEY THEL )T
GCCTCATGGG TGTGGGTGTG

R 8 T H T H T

TTGARAGATG

LITLTTLT ]

AACTTTCTAC
M

CGGAACAGTG
LILEEELTT
GCCTTGTCAC
¢ T v

GCGAAGGCAT

| LTI

T CGCTTCCGTA

R R H

TTCGCCTTCG

[TEIETT
ARGCGGAAGC
S p =g

ARCACAANGC

IRANRRNAE

TTGTGTTTCG
T Q S

Pst 1

TGCTGCAGCT

NNARNRRRR

ACGACGTCGA

A CATAGTGCAC-1440

T GTATCACGTG

ACCACATAAT-1500

LITTELTET

TGGTGTATTA

ACTGCCACTG-1560

l|||1|$i£|

GACACAGTGG-1620

[TETETTTT

CTGTGTCACC

KLM 1%
ATAGCTAAGC-1680

LETLETTT

TATCGATTCG
I A K P-5

CCAACGGTTC-1740

| LI

GGTTGCCAAG
P T Vv P-25

CCAGCCCCGA-1800

GGTCEGEGCT
P A P K-45

KIM 1
CCAGCGTCGT-1860
LELLELH T

GGTCGCAGCA
P A £ 5-65

CAGGCAGCTA~-1920

LITTTTTT

GTCCGTCGAT
Q A A I-85

GCACCGAAGA-1980

LT

CGTGGCTTCT

A P K T-105

C AGCCAGCACT-2040

LILLLTELT
TCGGTCGTGA

5 Q H F-125



Sau 3Al

1

ACGCGAA TCCGAARATGG ACGGCGAAAG ATCTCCGAGC CACAGCGGCC-2100

LV T TEEEEE e TR TR
%ééGCTT AGGCTTTACC TGCCGCTTTC TAGAGGCTCG GTGTCGCCGG
R E s E M D G E R S P 5 H S5 G H-145

o6
|
G

TCAGCC
LT
G
P

AGC CC TCC
ARRRRAEENY
AGTCGGGGGG AGG
g P P
Sau 3Aal

KLM 7
ATGAAATGEAC ACTGAGCATG GACGGCATCG ATTCCAGCCT GGETGTTCGGA TCIGCACCGG-2160

CELEEL L ET e PR TP LT TR b

NERRRN
TACTTTACTG TGACTCGTAC CTGCCGTAGC TAAGGTCGGA CCACAAGCCT AGACGTECC

l
C
EMT L M DG I D S SL VF G 8§ & V-165

Splice Site

TTCCTGTCAA CTCCAGCACC CCGTACTCGG ATGCGACTCG AGTGAGTAAC ACTGTCTACA-2220

CECEELTEEE TRECEE e CE e e e e L b i

AAGGACAGTT GAGGTCGTGG GGCATGAGCC TACGCTGAGC TCACTCATTG TGACAGATGT
PV N s 5 T P Y 5 D A T R -178

Sau 3Al

CTGAGGGAAA TTGGGATCAA GTAGGAGGTA GGACTGTATA ACCCTTATTA TATITCGGTC-2280

ECELEEEE PRt TR DL FEL L T

GACTCCCTTT AACCCTAGTT CATCCTCCAT CCTGACATAT TGGGAATAAT ATAAAGCCAG

TTCGACACCA TTTTCCUTAA GGTACATATT TCTGTCCAGG CTGGCAGGAA TGTGTTGTTG-2340

ELELTEEEE PEVRLELETD P EEEE TR TR R THEEL T

AAGCTGTGGT AAAAGGGATT CCATGTATAA AGACAGGTCC GACCGTCCTT ACACAACAAC

Sau 3Aal

GTTGATTTGG TCATCTATCC ATCCGATTAG AAGATCCGCT CTATCATCOCC TCGCCOGAGG-2400

CLLEETREE TELEE L R EE LT TEEVTEETED TEETT T

CAACTRAACC AGTAGATAGG TAGGCTAATC TTCTAGGCGA CATAGTAGGG AGCGGGCTCC

KLM 17
GAACTACCAG ATATACATAC GRAACCCAGCT GTCTGTCAGC GACGCCALCG TATTTGATAT-2460

CLLLELCLLE L L TP T LLTETTTT

CTTGATGGTC TATATGTATG CTTCGGTCGA CAGACAGTCG CTCCGCTTGC ATAAACTATA

GGGA GACCTACTTA TA ACAT ACARATACTT CGCCRAACCGE AAAGGTCAAC-2520

Ifllilllll LT IIIIJIII!I RIRRRSR RN RN

CCT CTGGATGARAT A TA TGTTTATGAZ GCGETTGGCC TTTCCAGTTG

AMRAGTTTGA CTGATAAGAT TCGGTCAGAT TAGATTCAAG TTCOTTOCGR TTATTTTOTT- 2580

VEVLLELEE T FECTTEETEY VT T LTI

TTTTCAAACT GACTATTCTA A AGCCAGTCTA ATCTAAGTTC AAGGAACECT AATAARAGAR

TGTTTACAAA TACCAGCAQCG CACAACAATT ATAGCAGATT AGCAATCGAZ TTGTAGCTCA-2640

LLELLLLEE LD LTI T LECLLPLELT P ]

ACARATGTTT ATGGTCETCC GTGTTGTTAA TATCOTCTAA TCGTTAGCTT AACATCGAGT

ATTGGAGTCT TAATATGATG AAATAGCCAG GATTGATACA TGGTATCTTC GGGTGCACTGE-2700

LLELLL LD LT EELEE DT, T LLLLEEEEL T

TAACCTCAGA ATTATACTAC TTTATCGGETC CTAACTATCT ACCATAGAAG CCCACGTGAC

Sau 3A1
l
T??Tl’TGTT T ’TfT ?T? TT?CGACC GGATGGATAC ATAGATGECAT AGATCCATAG-2760
LOLTELE TP ELITE (g |
GGTAGCTC ACGACTACTC AGCGCTGGTA CCTACCTATG TATCTACGTA TC%A&&%A$£



ACGGATTCAT TCGTAGAGCG

LETLLVREL DL

ATATATTGAT ACATAGATAC

LECDLETLEE TETTiTn |

TATATAACTA TGTATCTATG

GGGCGGETTGT ACTCGCTTTT

LELELEEE T
CCCGCCAACA TGAGCGAAAA

CCCCGTGCAT TTCATTTACG

LLELLELA LT THETT
GGGCCACGTA AAGTAAATGC

TGTA TGTATGAATG

LI T

ACATACAT ACATACTTAC

GTATTTGTCG AGCTTGCATA

LilLE e DT

CATAAACAGC TCGAACGTAT A

TATGTA
||H

GGATATGTTG GTCGGGCGGA

ELEIETTEL EER T

CCTATACAAC CAGCCCGCCT

TATGTATATG TGTATCTGGET

VLR R CETH T

ATACATATAC ACATAGACCA

AGCAGTACGT CTGTATGCT
CELLEEEE P ER e T e Ty
TCGTCATGCA GACATACGAC

Eco R1

TCTACCCATG AATTCGTCAT

CELLTLECE LEEEELEEEE P e PR

AGATGGGTAC TTAAGCAGTA GAACAAATGGHG CAGETGGACG

CTATCTGCCT AACTGAARAR

LEVTEIEETE A1
GATAGACGGA TTGACTTTTC
KLM 12

LEVELTITEE TEETE

AGGTTTAAAR TCGTTCACTC

LELEETLETE LT L]

KLM 4
CGGTTATTAG TGCGGACGGA

LLEFEVLEEE TLEE

GCCAATRATC ACGCCTGCCT

LCLLELLCET I

ACCTGCCTAC CTACCTGCCT

TTCGCCTTTG CCTTTGCCTT
LLLEEETEL TTEI ]

ANGQCECGRAAC GGAAACGGEAA

TCGCCTTTGG CGTCACGAAC
LT (1]

AuLGGAAACC GCAGTGCTTG

ACTCGCATAT ATAGAACTGG

VUL L0

TGAGCGTATA TATCTTGACC

CAACTGOGAG CTGRGAACTS

LECETELTE L AT

GTTGACCCTC GACCCTTGAC

CGGGTACACA CGRACTGAGT

CLLLLEEEL L THELE i

GCCCATGTGT GCTTGACTCA

CGTTGACTTC TGCGACTACA

RN AN

GCAACTGAAG ACGCTGATGT

Sau

AGCGTGTTTA ATATAGTATT

LELLELLETE THEL T

TCGCACAAAT TATATCATAR G

|
CGAGCTGATG ACCTTAGGAT

Illlllilll LTI

AATCGAAAGC CCCAGCCCCA

SRR

TTAGCTTTCG GGGETCGGGEAT

TTTCATCACT TTTACTTGTT

R Enm

AAAGTAGTGA AAATGAACAA

CGTGGCAGTG

TGCCTAAGCTA AGCATCTCGC GCACCGT

LT
GCGAAGGGGC

G GCTGATATGC TTTCGTCGGA ACAGCAGTTC

CGACTATACG AAAGCAGCCT TGTCGTCAA
CTTGTTTACC GTCCACCTGC

TCCARATTTT AGCAAGTGAG
ACATTTGGTG CATTGACCTT

TGTAAACCAC GTAACTGGAA CGAATCGT

TGGACGGATG GATGGACGGA

ACTAC TGGAATCCTA GATTCGCATT

CAGTTTTTET-2820

LUFTEEE L ey

CAC GTCAAAAACA

ATGACTCACA-2880

LT
TACTGAGTGT
KILM 18

CGCTTCCCCG
AN

AGCCTGTARA-2940

EERAERARN

TCGGACATTT

GATGTGTTGT

RERRERRNN

CTACACAACA

ATATTTCGTG-3000

LT

TATAAAGCAC

TAGTACGTCT

LTI

ATCATGCAGA

Sau 3Al

CCTATGGCGA-3060

LEVLTTETE T
G GGATACCGCT

CAAGAACGCA-3120

NARRRRARN
GTTCTTGCGT

GCCTCGAAAT

LTI

CGGAGCTTTA

ACTCACACTT-3180

NARARANRY

TGAGTGTGAA

TTCCCCACAC

[T

AAGGGGTGTG

GCTTAGCAGT

LT

CA

TTATTTTTTA-3240

LTI

AATAAARAMT

TGGATGGAGG
LT

||
ACCTACCTC

AGGCAATGGC-3300
LTI

|
C TCCGTTACCG
AGAACGCTCA

BERNNRAEN
TCTTGCGAGT

ATTGCGTATT-3360

NESANARNN
TAACGCATAA

GGARCAGGGC

VLT

CCTTGTCCCG

ATTTGGGAAG-3420

LELIELT

TAAACCCTTC

TGTTTATCTG

VLT
ACARATAGAC

TGCTGCAAAA-3480

LI

ACGACGTTTT

3al

CTAAGCGTAA
REARARNAN

GAACGGTTAA~3540
LT

CTTGCCAATT

CCCCGAGGAG

LT

GGGGCTCLCTC

CGGAGCGAGE-3600
LT L

GCCTCGCTCG



CTGCCCTGTT

LT

KIM 9

ACATAGCTGC

REARERRNN

A TGTATCGACG

GACGGGACALA GACACACACA

TGTGTTGTG
NRRRENEN
ACACAACAC

CGGCAG

IEIIIIIIH

TCGGCCCCAA

FIVTTELED

AGCCGGGGTT

GCTGCAAGGT

|ITTTTTT ]

CGACGTITCCA

TAARAACGGTT

ARRARERNY

ATTTTGCCAA

T CTACAAGAGT

NERRRRNRN

A GATGTTCTCA

ACATTGAGAG

[T

TGTAACTCTC

ATATGTATCT
RRERRARRR

TATACATAGA

GTGTGTGCTT

L

CACACACGAA

CGGGCTGCTT

RERERREEY

GCCCGACGAA

TGAGTTTCGG

LITTTELTY

ACTCAAAGCC

TG GCAATGGCTG

AGTGGCAG
REERRRRNY
TCACCGTCA

TACCACGTCT G

CTCCACTCA
LTI

RERRENNY

C CGTTACCGAC

GTATCTCACG

LITHTLT T

CATAGAGTGC CTACGCCCAC

TGGGCCCTTT GGGTGTGAGT

NERRERENN

LT

ACCCGGGAAA CCCACACTCA

ATTAGACTTG

NSRAERRNE

TAATCTGAAC

AGCAGAGTTG

RIARARENS

TCGTCTCAAC
AGCCAATGGC

NRRRRRARS

TCGGTTACCG

GCCCGCTCA
TLTTTTT T

ATGGTGCAGA CGAGGTGAGT CGGGCGAGTC

AA GGGTATCGCC

ERARANRS
CCCATAGCGG

KLM 8

CGAAGTTAAC

LI

GCTTCAATTG C

ATTCACATTG

LELLETTT T

TAAGTGTAAC

CAGTCTTCCT

LLLIEH T

2 GTCAGAAGGA

I\IIIIIIH

AGACG

GCTATTAA

lllflI!IH

GCCRAACGAG

LT

CGGTTTGCTC

GGCCTCGLGA

LT

CCGGAGCGCT

ATGTGGATG
LELTLTTT
TACACCTAC

A GGTGGTTTCT

|LLLTLETTT

CCACCARAAGA

GCGGCGCGTC

LT

CGCCGCGCAG

GCCCAGTTTC

(LT

CGGGTCARAG

AACTGAACCSG

HRRINRNN

TTGACTTGGC

CGAGGGCARA

BERENERNS

GCTCCCGTTT

GATGGAGCA

\Illllilli

G CGTTCGGTTC

T

GCAAGCCARAG

A ACTCGCGAGG

BAENRENNS

T TGAGCGCTCC

GCCGTCTCTC

NENRRRINY

CGGCAGAGAG

ACCGCAATGA

LTI

TGGCGTTACT

CAGATGAGTG

| LT

GTCTACTCAC

TCTGCAACTT-3660

BIRRARRAN

AGACGTTGAA

GAGAGTGTGT-3720

LETE

CTCTCACACA

TCTGACTGAC-3780

LUTEETTT

AGACTGACTG

GGCAACAGAA-3840

LT

CCGTTGTCTT

TCGCATCCCG-3500

EERRARENY

AGCGTAGGGC

GGTTCAGCTC-3960

BAERNRRNN

CCAAGTCGAG

TGCGCGAACT-4020

NRRERANN

ACGCGCTTGA

GCGGCGCGAA~4080

LT

CGECCGCECTT

CCTATTCCAA-4140

LLTEETT ]

GGATAAGGTT

Sau 3A1

ACS 5 |

CCCACCTGAG-4200

LLVTELTE]

GGGTGGACTC



Sau 3Al

|
ATCGGGCTGG

LTELTTTT

TAGCCCGACC

GACCAGAAGA

NERRRRRNN

CTGGTCTTCT

AACCCGTCGA

LLFTITTT

TTGGGCAGCT

TTTAGGAGCG

LITTTLETT

AAATCCTCGL

ATTTCGCACA

LITTTTENT

TAAAGCGTGT

TATGT

ERARARANN

ATACAGCCCG

CATTTATATA

LITEIT LT

GTAAATATAT

GAATTAACGG

LT

CTTAATTGCC T

TTGGTGGARA C

LT

ARCCACCTTT G

ATCGGATGTT TGGATTTTTG GGATGGTCAG

LELLLTELTE TEELT T

TAGCCTACAR ACCTAAAAAC CCTA

ACGGGGCAAC CAGGAAGCGG ACCCACTTGT

LCLELEELT LT T

TGCCCCGTTG GTCCTTCGCC TGGGTGAACA

GCAGAAACAC ATTTCAGTAC AAATGCACAC

LETLLTE L TP |

CGTCTTTGTG TAAAGTCATG TTTACGTGTG

LTI
CCAG

LLLELTEL

TTTTATTAAC CTTGGCGAGG GACATTG

CLLLTEELTE LEELTTELT |

AAAATAATTG GAACCGCTCC

GATACARACG CCATAGACAA GGCGGTATGA

CTATGTTTGC GGTATCTGTT CCGCCATACT

ACACAGCCGA ACTGTTCAGA TGTACTATAT

LIPLTTILT T ]

EII\IIII[

GATGCTTAGG

TC CTACGAATCC

CCGAGCATCG

ERNRERNN

GGCTCGTA

AGACACARAGC

LITTTTE] ]

TCTGTGTTCG

TTCAAACGCG

LI

G AAGTTTGCGC

GCGAAAATGA

NERRRRNRY
CGCTTTTACT

ACGCATATAT

TGTGTCGGCT TGACAAGTCT ACATGATATA TGUGTATATA

GTGAATTTGT TTCCTAACTC TTTATCTGECG

[ LETETTT T

CACTTAAACA AAGGATTGAG AAATAGACGC

ELELEEEE LT

ACS 15

TATTATTTAT ATGCGCACGT A

ELLLTELT LTI

ATAATARATA TACGCGTCCA TGTTATCCAT

AGCGTATCTG CGGTTGCCGA AAGGTAAAGC

IIIIIIIIII LILTHELT T

ATAGAC GCCAACGGCT TTCCATTTCG

GGAGTG CATTAATTTA

!lllllll!l LLLLTHETD

CTCAC GTAATTAAAT G

AATAGGTA

ARRERNA

I

ATACGTTAAT

RERRRARAR

TATGCAATTA

AATGTGTTTT

LTI

TTACACAAAA

AAARTTTCGTT

T

TTTAAAGCAA

CGGGCTCTGA AATGCCGGAA
LT
GCCCGAGAC

T TTACGGCCTT
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